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Supplementary Figure 1. Case distribution of genetic mutations assessed by next-generation sequencing (NGS) analysis. AML, acute 
myeloid leukemia; BM, bone marrow.

153 Newly diagnosed AML patients who received decitabine treatment at single institution between 2013–2020 

123 Patients were assessed by targeted NGS analysis from initial BM biopsy samples

49 Patients who underwent targeted NGS test using follow-up BM samples
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