|
Kim M, et al. VAF reduction in elderly AML treated HMA KJ I MQ\

153 Newly diagnosed AML patients who received decitabine treatment at single institution between 2013-2020

30 Exclusion
Patients who were not initialy assesed by targeted NGS

123 Patients were assessed by targeted NGS analysis from initial BM biopsy samples

59 Death before fourth cyles of decitabine
31 Infection

18 Disease progression

3 Bleeding

1 Combined other malignany

1 Acute myocardial infarction

1 Treatment refusal

4 Follow-up loss

64 Patients who received fourth or more cycles 2 Patients who underwent BM biopsy before fourth cycle
of decitabine chemotherapy of decitabine due to disease progression

9 Patients who did not undergo BM biopsy
2 Death due to infection

4 Disease progression

3 Poor general condition

55 Patients who underwent BM biopsy after fourth cycle of decitabine

n=>57

8 Patients for whom targeted NGS samples from follow-up
BM biopsy were not available

49 Patients who underwent targeted NGS test using follow-up BM samples

Supplementary Figure 1. Case distribution of genetic mutations assessed by next-generation sequencing (NGS) analysis. AML, acute
myeloid leukemia; BM, bone marrow.

https://doi.org/10.3904/kjim.2022.396 www.kjim.org


www.kjim.org

